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(a) concentrating the microorganisms [according to theymethod of claim 11] which comprises 
the steps of: 

(i) adding a sample containing said micWrganisms to an ultracentrifuge tube and 

(ii) centrifuging said sample in said tube to concentrate said microorganisms, said 
ultracentrifuge tube comprising an ftpne^fegion, a middle region and a lower region 
wherein an inner diameter of-gaid wper region is larger than an inner diameter of 
said middle region and wherein an/inner diameter of said middle region is larger than 
an inner diameter of said lower/region; and 

(b) analyzing the amount of DNA or JIN A by flow fluorescence analysis or epifluorescence 



analysis. 



-- 44 (amended). A method of determining the mass of a microorganism genome of a 
microorganism in a biological sample wherein sam method comprises the steps of: 

(a) concentrating said microorganism [bwthe method of claim 1 1] which comprises the steps 
of: 



(1) adding a sample corn 
fii) centrifuging said $z 


amiffg sa>a microorganism to an uiiracenirnuge iuoe anu 
mme inlaid tube to concentrate said microorganism, said 


ultracentrifuge tube copni 


QftSing an upper region, a middle region and a lower region 


wherein an inner diame/ 


ter of said upper region is larger than an inner diameter of 


said middle region andA\ 


herein an inner diameter of said middle region is larger than 



an inner diameter of^aid lower region ; 

(b) staining said microorganism genome; 

(c) purifying said microorganism genome; and 

(d) subjecting said microorganism genome to fluorescence flow cytometry, whereby the mass 
of the microorganism genorrie is determined. -- 



-- 82 (amended). A method of determining the size of a genome of a microorganism in a 
biological sample, wherein said method comrtrses the steps of: 

(a) concentrating said microorgaiy sraMJ^fne method of claim 1 1 , to produce concentrated 
microorganism] which comprises tne steps of: 

(0 adding a sample containing said microorganism to an ultracentrifuge tube and 
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(ii) centrifuging said sample in said type to concentrate said microorganism, said 
ultracentrifuge tube comprising an upper region, a middle region and a lower region 
w herein an inner diameter of said upper region is larger than an inner diameter of 

• diameter of said middle region is larger than 



said middle region and wherein; 
an inner diameter of said lo\ 

(b) extracting said genome frorfTth^ concentrated microorganism to produce extracted 
nucleic acid; 

(c) immobilizing said extracted nvfcleic acid on a solid support; 

(d) staining said extracted nucleic acid; [and] 

(e) electronically imaging said/extracted and stained nucleic acid on. said solid support using 
an epifluorescence microscope, and 

(f) measuring the length of individual nucleic acid molecules. 




83 (amended). A method for determining a restriction enzyme map of a microoigetmsm, 
I wherein said method comprises the steps of: 

(a) concentrating said microorganism [by the method of claim 1 1, t^^froduce concentrated 
microorganism] which comprises the steps of: 

Ci) adding a sample containing said microorganism to an ultracentrifuge tube and 
(ii) centrifuging said sample in said tube to concentrate said microorganism, said 
ultracentrifuge tube comprising an upt5er region, a middle region and a lower region 
wherein an inner diameter of upper region is larger than an inner diameter of 
said middle region and wherein an inner diameter of said middle region is larger than 
an inner diameter of ja^d lower region ; 

(b) extracting said genpme from said concentrated microorganism to produce extracted 
nucleic acid; 

(c) staining said^extracted nucleic acid; 

(d) immobilizing said extracted nucleic acid on a solid support to produce immobilized 
nucleic afcid; 

(e) treating said immobilized nucleic acid with one or more restriction enzymes; and 
(f/j determining the number of fragments of nucleic acid and the lengths of nucleic acid 
fragments produced. - 
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